. Sequence of the four Ca shown as a blue sphere) and twelfth residue of the loops. The residues that fall in one of these four classes, (HF, C), (HF, NC), (MF, C) and (MF, NC) (see Table S2 ) are indicated by red, orange, green and blue colors, respectively and in bold letters. Figure S3 . Multiple sequence alignment (MSA) of CaM amino acid sequences from different organisms. Our study included CaM from the following organisms (Table S1) and CaMKI is not shown in the above structure. HF, C (7 residues) D20, D56, D64, E67, D93, E123, D129 N, C (47 residues) A15, D22, D24, G25, T28, T29, G33, M36, R37, S38, G40, Q41, N42, E45, E47, D50, M51, E54, D58, N60, G61, M72, A73, K75, D80, E82, E83, E84, A88, F92, D95, N97, S101, E104, R106, H107, M109, G113, E114, E120, M124, E127, A128, D131, G132, D133, G134 MF, C (20 residues)   F16, L18, F19, I27, L32, T34, V35, L39, L48, I52, V55, I63, F68,  L69, V91, I100, L105, L112, L116, V121   HF, NC  (5 residues) A57, Y99, E119, E139, E140 N, NC (33 residues) E6, E7, Q8, A10, E11, S17 , G23, T26, T44, A46, Q49, N53, G59,  T62, T70, M71, R74, T79, S81, K94, A103, T110, T117, D118,  D122, I130, Q135, N137, Y138, Q143, M144, M145, T146   MF, NC  (12 residues) L4, T5, I9, F12, I85, R90, V108, I125, R126, V136, F141, V142
